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7. ANEXOS 
 

ANEXO I DISEÑO DE CEBADORES 

 

>TCF7L2_e1a _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGAAAATTGCTGCTGGT

GGG 

 

>TCF7L2_e1a _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCAGCTAAATCCCTC

TCTGCC 

 

>TCF7L2_e1b _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGAGAAGAGCTCCGAA

AACTCC 

 

>TCF7L2_e1b _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAAAAACCCCACCA

GCCC 

 

>TCF7L2_e2a _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGACCTCGCCGATTCT

TTTTC 

 

>TCF7L2_e2a _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAAACTTTCCCGGG

ATTTGTC 

 

>TCF7L2_e2b _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCTCTGGGAAGGCGG

AAAGAC 

 

>TCF7L2_e2b _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGGGGCGCGCGGG

GCGTAC 

 

>TCF7L2_e3a _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGAAAGTTTCTCCTCAC

TCTCTCC 

 

>TCF7L2_e3a _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAGGTAGGGGCTCG

TCAGG 

 

>TCF7L2_e3b _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCCATGTTAGCGGCC

AAGAG 

 

>TCF7L2_e3b _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGGCGCGGAGGCAC

TTAC 

 

>TCF7L2_e4 _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTTTCACTTTTGTTTCC

TCTCG 

 

>TCF7L2_e4 _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAAGGAAGCCATCA

TCTCTGG 

 

>TCF7L2_e5a _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGCTTGACGGTGTCTT

TCTCTG 

 

>TCF7L2_e5a _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCGGCGTGAAGTGT

TCATTG 

 

>TCF7L2_e5b _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCCCCTCACGCCTCTT

ATCAC 

 

>TCF7L2_e5b _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGGACCAGCACTCT

ACCTTGG 

 

>TCF7L2_e6a _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTTCCTTCTCTCCCTC

CTTTG 

 

 

>TCF7L2_e6a _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAAAATGGAACTCCT

TACTGTGG 

 

>TCF7L2_e6b _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCCCTCCAGATATATC

CCCGTA 

 

>TCF7L2_e6b _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCATGCCCATGTAA

GAAACAAAA 

 

>TCF7L2_e7 _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCCCCACCCTTGTTTC

AAGTC 

 

>TCF7L2_e7 _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCCCGGTTCTTGGA

ACTCAC 

 

>TCF7L2_e8a _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTTCATTCATTTTGATT

CTGACG 

 

>TCF7L2_e8a _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTGGGACGATTCCT

GTTTGAC 

 

>TCF7L2_e8b _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCTACACACGACGGG

CATTC 

 

>TCF7L2_e8b _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAGAAGGTGAGAAA

AACAGCAAC 

 

>TCF7L2_e9a _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGACCTTGTTTATTGGG

TTGCG 

 

>TCF7L2_e9a _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTCAACGTGCACTCA

GCTACG 

 

>TCF7L2_e9b _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGCCCCACATAAAGAA

ACCTC 

 

>TCF7L2_e9b _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCTCTGGTCCCTCAC

CACC 

 

>TCF7L2_e10 _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCATGTCTTTCTCATC

TGTACCC 

 

>TCF7L2_e10 _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTCCTAACGAAAATG

ATCCAC 

 

>TCF7L2_e11 _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGATTCCCTGTGTTTCA

TCTCTTC 

 

>TCF7L2_e11 _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTCCTTCCTCTAACC

TGATGATTG 

 

>TCF7L2_e12 _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGCCAGGCTTTTACAA

ACAAAC 

 

>TCF7L2_e12 _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTGACTCAAAATGAC

ATTAGCAC 
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>TCF7L2_e13 _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCCTTTCTCCCACGTT

CTCC 

 

>TCF7L2_e13 _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAACCAGCACAGCG

AATCTG 

 

>TCF7L2_e14a _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGAGATAACTCTCTCCC

CTGTTTC 

 

>TCF7L2_e14a _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGGGAGGGGAGCCT

AGCAG 

 

>TCF7L2_e14b _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTGCGTTCGCTACATA

CAAGG 

 

>TCF7L2_e14b _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTTCAGGGACAGCG

ACAGAG 

 

>TCF7L2_e14c _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCCAAGTCACAGACT

GAGCAGA 

 

>TCF7L2_e14c _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCCTTGTGGGTGGC

CTCAG 

 

>TCF7L2_e14d _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCCCACCTGTCCATGA

TGC 

 

>TCF7L2_e14d _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGCTGTGCAATTGAT

GAGGAG 

 

>TCF7L2_e14e _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCTGAGGCCACCCAC

AAGG 

 

>TCF7L2_e14e _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGACTTGGTGACGAG

CGACAG 

 

>TCF7L2_e14f _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGACAGCCGTCGACTT

CTTCC 

 

>TCF7L2_e14f _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGGGGCAAATTAAG

AAAAGTGAA 

 

>MANBA_e1a _5’   

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCTGCCTTTCGATCTC

TCCAC 

 

>MANBA_e1a _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGAGCCGTTCCCAT

TGCAG 

 

>MANBA_e1b _5’     

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCTTGCGTGGCAACT

GGAG 

 

>MANBA_e1b _3’    

 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGcctctcagcaccagaagaa

gg 

 

>MANBA_e2 _5’    

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGttgtgcatatttaaccatctacc 

 

>MANBA_e2 _3’    

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGaaaatacacccacaaacat

acatac 

 

>MANBA_e3a _5’    

 TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGtgtggaatatttatttctttaggc 

 

>MANBA_e3a _3’    

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCATTGAACAGGATT

TTTGAAAC 

 

 

>MANBA_e3b _5’    

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTTGATTCTTGAGGGA

GTGG 

 

>MANBA_e3b _3’    

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGcacaaaagcaattaacata

aacac 

 

>MANBA_e4a _5’   

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGccacatcatgggtttgtctg 

 

>MANBA_e4a _3’   

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAGTCTGGGGGAAC

CTGGTAG 

 

>MANBA_e4b _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCCAGTCAGCGGTGT

TGTATG 

 

>MANBA_e4b _3’   

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGaaacccgacctgtttgaga

g 

 

>MANBA_e5a _5’     

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGcttctttttctccttgaaattg 

 

>MANBA_e5a _3’     

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGaaatcacatctttcagcttac

C 

 

>MANBA_e5b _5’    

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTTGAAGCCTATAATA

TTTGTCACC 

 

>MANBA_e5b _3’    

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGaaatctctgaaaaacatac

ctctg 

 

>MANBA_e6a _5’     

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGatgaatcctgagaaatgcagt

g 

 

>MANBA_e6a _3’    

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCCAACTGGCTTTGA

GCTGAC 

 

>MANBA_e6b _5’     

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGATAAGAGTGCCCAG

GAGTGG 

 

>MANBA_e6b _3’     

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGACAATCCTTTTCCC

AGGTTG 

 

>MANBA_e6c _5’     

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCCATCCCTAAGTTGC

AAACAC 

 

>MANBA_e6c _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGtcatttctttagcacaggtatt

gc 

 

>MANBA_e7a _5’    

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGttgagaaattgatgtaatgcttt

g 

 

>MANBA_e7a _3’    

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAAAAGAACAGTCAT

GTTGTACCC 

 

>MANBA_e7b _5’    

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGATGGACATGGAAAC

CAGAC 

 

>MANBA_e7b _3’    

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGgtttcttcttttcccatgaag 

 

>MANBA_e8a _5’    

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGttcatcatttaattctgttcattgc 

 

>MANBA_e8a _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGATCTGCTGGGATC

CAGTTTG 

 

>MANBA_e8b _5’    

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGGGTCTCCTGGTTTG

AGTTTC 
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>MANBA_e8b _3’    

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGcgggactgctaattaaaag

aagaac 

 

>MANBA_e9a _5’    

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGaaatgtgtttatctgtcacaatct

g 

 

>MANBA_e9a _3’    

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCCTGCTCATAAATT

CCTCCTC 

 

>MANBA_e9b _5’    

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGAATATGAATACTCTT

CGGGTTTGG 

 

>MANBA_e9b _3’    

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGgaacattggcagtcaaact

gag 

 

>MANBA_e10 _5’     

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGattcccttttatttgatttgc 

 

>MANBA_e10 _3’     

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGtgttttatttcttcttggaagg 

 

>MANBA_e11a _5’     

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGtgcaagggctttaattttatg 

 

>MANBA_e11a _3’     

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCCTCCTCATTTTCA

TTATTGC 

 

>MANBA_e11b _5’    

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCTGAAATCTCATCCT

TCTATCATC 

 

>MANBA_e11b _3’    

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGACGAGCTCTCTGAT

GTTTTTC 

 

>MANBA_e11c _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGACCGGCCAATCTACA

TCAAG 

 

>MANBA_e11c _3’     

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGacgcccagccctaaagata

c 

 

>MANBA_e12a _5’  

 TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGcttggcatttcagggacttg 

 

>MANBA_e12a _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAACAGTTTCAGCCC

CATTTG 

 

>MANBA_e12b _5’   

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCGTCCTTTTATTACG

TCCAGTC 

 

>MANBA_e12b _3’   

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAATCGAGCTTTTGG

GAAAAC 

 

>MANBA_e12c _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTCAGTGATTGCTGGA

ACTGG 

 

>MANBA_e12c _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGatgcccacagtctatcattct

g 

 

>MANBA_e13a _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGttttactgccaactttcagatttc 

 

>MANBA_e13a _3’   

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGTTTGAAATGAAGT

CCAGCC 

 

>MANBA_e13b _5’   

 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCATCACGAAGGTGG

TAACAAAC 

 

>MANBA_e13b _3’   

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGtgcaggaacctgttcaattc 

 

 

>MANBA_e14a _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGcctgtgtatgaatgttttcctg 

 

>MANBA_e14a _3’   

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAAGGAGCTTGCCA

GATGTC 

 

>MANBA_e14b _5’   

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGAATTCTACCGCCGT

AGTCG 

 

>MANBA_e14b _3’   

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGtctcactcgcacaaagaac

g 

 

>MANBA_e15a _5’   

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGctcctgacactcttgattattttc 

 

>MANBA_e15a _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAGTGAAGATCTGA

CACACCATAG 

 

>MANBA_e15b _5’    

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTCAGAATTTCTTTGC

TCCACTG 

 

>MANBA_e15b _3’    

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGccttcgatcttagaaaacaa

tcc 

 

>MANBA_e16a _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGaaaacatagcaaccaagaat

gc 

 

>MANBA_e16a _3’     

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGGCTCCTCATAAA

GGCAGAC 

 

>MANBA_e16b _5’   

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTGAACGTTTTGTGAT

GAAAGG 

 

>MANBA_e16b _3’   

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGCTCAGGAGTTCA

TGGTCAG 

 

>MANBA_e16c  _5’   

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTGTGGTTTCCTTTTA

CCTTTCAG 

 

>MANBA_e16c _3’   

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGgcaggagaaccccacaag 

 

>MANBA_e17a _5’   

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGtcttccctcatccttcacttc 

 

>MANBA_e17a _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGACTAAATCTCCCTG

GGATGC 

 

>MANBA_e17b _5’   

 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTTGACCTGGAGACCT

CAGC 

 

>MANBA_e17b _3’   

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCCAACTCATTCTTG

CTGGTG 

 

>MANBA_e17c _5’  

 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTGGTTTCCTCATGAC

TGAGAAG 

 

>MANBA_e17c _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTCCCATTGTCCACT

GAAAATAC 

 

>rs4648072 _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTGATTGTGGTCATTG

CCTTAC 

 

>rs4648072 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTCCTGCACAGCAG

TGAGATG 
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>rs149211506 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGAGCAGGAAGATGTG

GTGGAG 

  

>rs149211506 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGTAGTGCTGCCTTT

TTGTGC 

 

>rs4648099 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTTGTGTGGGCTGGA

TTGTAG 

 

>rs4648099 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTTAATGACCGCCA

GATCACC 

 

>rs116340501 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCGCCATGACCTGTG

CTTAC 

  

>rs116340501 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGGAATTGCACACG

GGAAAG 

  

>rs2866413 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTGCTCAGAATTTCTT

TGCTC 

  

>rs2866413 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCGATCTTAGAAAAC

AATCCAAG 

 

>rs227368 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCTCAAAGCCAGTTG

GTGGTC 

  

>rs227368 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTTCATCCAGTGCTT

CTCAGG 

  

>rs114543305 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTCCGAACAAAGTTGA

CATGG 

  

>rs114543305 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTGGTCAGGGACGT

GAACTC 

 

>rs223492 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGgacatgggcatttctaattcatc 

 

>rs223492 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGacctgggaggcagagaat

g 

 

>rs223490 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGCATTTCCAGCAAAG

AGGAA 

  

>rs223490 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTGTGCCCTAGACTT

TGAACTCC 

  

>rs223489 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTGGGATGCATACATT

GTCCA 

  

>rs223489 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTTGAGACCACCTG

GGTTAGAA 

  

>rs223486 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGAATTTGGTGTGTCAA

GGATGC 

  

>rs223486 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGACACAGTTTGCTGA

CATAGGC 

 

>rs223481 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCACAAGGGGTATGA

GACAAAAA 

 

>rs223481 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCATGCTGCCACGC

TTTACTA 

 

 

>rs223467 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGTTCCGGGAGGGTA

CAGG 

 

>rs223467 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCGACCAGAATTATG

TTTTGCAG 

  

>rs223466 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGAAGGTAAAGACGGG

TGGTAGAA 

  

>rs223466 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGCCATGTTGTCCA

GGCTAGT 

 

>rs223461 _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCAGGGGTTCTGTGC

CTTTT 

  

>rs223461 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTGGATGTGACTGTT

AAAGGAAA 

 

>rs223456 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGAGATCATACCATTGC

ACTCC 

 

>rs223456 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTTTTAAGTGTCAAG

CACTTTTC 

  

>rs223454 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGATCATTGTGGTTTGG

ACTTG 

  

>rs223454 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAAAACTCAACAAGA

AGATGACC 

  

>rs223441 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGAAAACGGTTCTCAAT

CTTCAC 

  

>rs223441 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAACAATCTCAGCAT

CATTTAGG 

  

>rs147920467 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGAGGTTAGCAAGAGA

GTGGACAG 

  

>rs147920467 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCTTAACGCATGCA

GCACTC 

 

>rs223421 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTCCTGGTTTATGGCT

TTCAG 

 

>rs223421 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTCCAGGGCATATAT

TCAAATG 

    

>rs223413 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCTCTCGCCTCTGCTT

CTCTG 

 

>rs223413 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAGCCTGGGGAAAA

GAGTGAG 

 

>rs223410 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGAAAGCATGAGATTGG

CATTAAG 

  

>rs223410 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTTGTTCCCAGCCTG

TTCTC 

  

 

>rs223402 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCATCAGTGATTTCCC

ATTGC 

 

>rs223402 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGCCAGAACAAATA

CTGCAGAG 
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>rs223401 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCATGGCCTGAGAAA

ATGATTC 

 

>rs223401 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTGAAGCCTGTGAA

ACTTTAGGC 

 

>rs223391 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCTAGGGCAAAGAAA

GGCAAG 

 

>rs223391 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTGCGAGGATAGCA

ATACACATC 

  

>rs223390 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCTCCTCCTGCCTCTT

CACC 

  

>rs223390 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAAGAAGGTGCTGT

TCCGAGA 

 

>rs223380 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGCTGTGATCCATGTC

TCAGTTC 

 

>rs223380 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGTATTTTGTCTGAG

GCAGATGG 

  

>rs223374 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGCTAGCAGAACCAC

CTCAACTC 

  

>rs223374 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCAATCAGCCTGCA

AAATTCC 

  

>rs223371 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCTATTTGGGAGGCT

GAGGTG 

 

>rs223371 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCTTGCTCTGTCACC

AGGTAGG 

 

>rs223361 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTGTTTCGGACCATAA

GAAAAGC 

 

>rs223361 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCTGTGCCCAGCCA

GTTTG 

 

>rs223360 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGATCCATGGCTTACAA

TATTTAGTTTAC 

  

>rs223360 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCAGCTATTTAGGAG

GCTGAGG 

  

>rs223350 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCACATATGGCCCTAC

TCCAG 

  

>rs223350 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGACCCTATAAGTGCC

CTATGCTC 

 

>rs223331 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCAGCCCTACCTTAG

GTTTTAAG 

 

>rs223331 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTAATACTGGCAGCT

TGGTTG 

  

>rs223324 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGAAGGGACCTTATCT

ATTAGCC 

  

>rs223324 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGGAACCAGGTTTC

TTTTGTC 

  

>rs223317 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTTTTCAAGCTGTATT

GCTTTC 

  

>rs223317 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGATTCCTTGGTAAAA

CACTATGC 

  

>rs223308 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGCAGCAGCTACCCA

GAGTC 

  

>rs223308 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTTGTTCCCCTGACT

TGCTG 

  

>rs6824070 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTGTTGTCTTGTTGTA

GTCAAGAACC 

  

>rs6824070 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCACCAGGAGTTCT

AACGAAACC 

 

>rs3974604 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCCAAAGTCACTTCCA

CATTCTC 

  

>rs3974604 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGACGTGTTGTGGG

ACTTCAC 

 

>rs10516495 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGAATGCTCTAAAACTT

TTTATTTGCTC 

  

>rs10516495 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAACTATTTATGCAG

TTGCTCTCTG 

  

>rs6810668 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCATCAGATCTAAGTT

GGTTAGGC 

  

>rs6810668 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGGAAAGTATCAAG

GAAAGAGGAG 

 

>rs7695096 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGATTCCTGCCTGGGA

GAGC 

  

>rs7695096 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGACTCCATGTCCTGC

CTTCTG 

  

>rs7676736 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGTCTGGAACTCCCG

TCCTC 

 

>rs7676736 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGCAGAGGAAAAGA

AGCCAAC 

  

>rs7698608 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGCCAGTCTCGGCTTT

TATG 

  

>rs7698608 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCTACCTAGGGCAA

GTGTGCTC 

  

>rs10516496 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGACACCTTCCCTCCTT

CAACG 

  

>rs10516496 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTCTACCTGCTTTTC

CTGTGAG 

 

>rs13150953 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGGTCCATGTAAGGA

AGATGGAG 

 

>rs13150953 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTGTAACAAGTGGG

AATTGCTTC 
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>rs13151569 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGAAAGCTTTTGAGGAA

TAAGGAG 

 

>rs13151569 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAAAGTTGGCACTG

AAATCATAC 

  

>rs17215211 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGAAGGGAAGGAGAAA

TGGAGAAG 

 

>rs17215211 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTATTTGCCCAGGCT

CTGATG 

  

>rs1080081 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTGCTTTATAGCAAGA

ACCATGC 

 

>rs1080081 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTGTGTCTTTCTCTG

ACTTTGAGG 

  

>rs4699049 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGAAATGCTGCTGACAG

ATCAAG 

  

>rs4699049 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCACTTCAGTTCCCA

TTTCCTC 

 

>rs13130741 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCACGTTCATGTGTCT

TAATGGT 

  

>rs13130741 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCACTGCTGGTGGG

AATGTAA 

  

>rs2276976 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGAATTCACCTTTTCGC

TGGTC 

  

>rs2276976 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAAGAGAACATTCCT

TGTGTTGG 

  

>rs386677959 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGATATGTTGCCCAGGT

TGGTC 

  

>rs386677959 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGCTGCTGTCACGTT

CATTTC 

  

>rs7688014 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGCCTCAGCCTCTTGA

GTAGC 

  

>rs7688014 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCCAGGCCAGGAAT

CACC 

  

>rs146049580 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTTCCCAAAGCTTTCC

AAAC 

 

>rs146049580 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTTCTATTGTGCCAT

CATTGG 

  

>rs7691873 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGCTAATCAGCTTGAA

ACAAGAATG 

  

>rs7691873 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTTCACTTGTGTGTC

ATGTCAGTG 

  

>rs375275030 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGAAAATTCCGAATGGC

TAAAC 

 

>rs375275030 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGATGTGATTGGTCAA

CAAAGG 

  

>rs7665217 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGACAGAGCAAGACC

CTGTACC 

  

>rs7665217 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCCAAACTCCTTCCT

ACCTTTG 

  

>rs140261412 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGAAAGACTGGGACT

TCTCGATG 

  

>rs140261412 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGATGTGGGAATCCC

TTCTGTG 

 

>rs2069274 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTGATTAGCAGAGACA

CAAACAG 

  

>rs2069274 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTTTTAAAGAGCCTG

AAACTCTG 

  

>rs2720471 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGTCAGTTGTTTACTC

GTGATCC 

 

>rs2720471 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCAACTTTAGGGATG

GTGTGAG 

   

>rs141321114 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCGAACTGGATGAGG

TGATGG 

  

>rs141321114 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCTCCTAAAGTGACT

GGAACAGC 

  

>rs2623070 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTGGGCCCTAGGGAA

CTATAAAC 

  

>rs2623070 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTGGCTTTTGTATGC

CTGAAAG 

  

>rs61751592 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCACCAGATGCCAAG

GAAGTC 

  

>rs61751592 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAGGCCATAATGAAT

GAATCAAC 

  

>rs2720458 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTACAAGCCACCAAAA

TATCC 

  

>rs2720458 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTTTCAGGTTGACAA

CTTTCAC 

  

>rs2243682 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTTTCGGTAAGCCTTT

GGAAG 

  

>rs2243682 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCAGAACCACCAAG

TAAAACCTG 

 

>rs2711899 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTTCTCTGTTTTAATCT

GGGTTG 

  

>rs2711899 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTATCCTGCACAATT

CCACAC 

  

>rs61751594 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCAGTTGGTCTCTCTC

TATCTGAAGG 

  

>rs61751594 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCAAAGCCAAGGAT

TCAGCAC 
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>rs2615542 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCATTCACTTTTTCCT

GAACCTC 

  

>rs2615542 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTCCTCTTAAGTTGT

GTATGTGTGTG 

 

>rs2720464 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGAGGAGACAATCCCC

AAAAC 

 

>rs2720464 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTGCCAATATTTTCA

CACTTAGG 

  

>rs2615539 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTGAAAGATAAGGGC

AGAGAGAG 

  

>rs2615539 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTAATTGAGCCACAT

AAATCTGC 

   

>rs2720469 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTTGCAGATTTAAATG

GTAATTG 

  

>rs2720469 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTGGAAAATGTCAAG

TATCACC 

  

>rs12501621 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCCCAAAGGACATTAT

AAACCAG 

  

>rs12501621 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGACCAAGATTTCCCC

ATTTTC 

 

>rs6850461 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCCCTAATTCAACCTC

TGAGGAA 

  

>rs6850461 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGCAAGAGTTGAAAT

TCGCTGT 

  

>rs6821617 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTGTCCATTTGGGAAA

TTCTTC 

  

>rs6821617 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAGTGGACAGACCC

ATCAAGAG 

 

 

 

 

>rs6533059 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGGCTATGGTCCATTCC

CTTTG 

 

>rs6533059 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCTCCCTACAATCCA

GGAGAGTC 

 

>rs1580278 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCTTATGTCCTCCAAA

TGACTGC 

  

>rs1580278 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTGGTGATTCTTAGT

TTCCTTGG 

 

>rs11723265 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGACCCTAAACCCTGCC

ACCT 

  

>rs11723265 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGCAAAGCTGTTCCT

GTCCA 

 

>rs58958605 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCAGATGAGACTTTGG

ACTGTGG 

 

>rs58958605 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGCAGCCAAACCATAT

CATTTCA 

 

>rs7696622 _5’  

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGTGATGTTAGCTGGAT

ATTTTGC 

 

>rs7696622 _3’  

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGAGAGCTCCTGAAG

GACACAC 

 

>rs386677957 _5’ 

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCCACCTTAGCCTCCC

AAAG 

 

>rs386677957 _3’ 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGGCAGAGGAAAAGA

AGCCAAC 

 

>rs1054707 _5’      

TCGTCGGCAGCGTCAGATGTGTATAAGAGACAGCCAGCAACATTAAAG

AGAACATC 

 

>rs1054707 _3’                                 

GTCTCGTGGGCTCGGAGATGTGTATAAGAGACAGTCACACTTCAAAAC

AGCTAAACC 

 

 

 

 

 


