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Abstract
Crop wild relatives (CWRs) have barely been used in eggplant (Solanum mel-
ongena) breeding. However, introgression breeding may help in coping with the
challenges posed by climate change. During the rainy and dry seasons, we eval-
uated nine accessions of eggplant, nine accessions of seven related species (of
which six are CWRs and one is a cultivated relative), and 12 interspecific hybrids.
Drought tolerance scores, calculated as ratios of growing rates and ratios ofmean
values during the rainy and dry seasons, were obtained for vegetative growth
and yield-related traits. Considering the vegetative growth and yield-related traits
evaluated, the F1 hybrid progenies of eggplant with S. insanumMEL1× INS2 and
MEL4× INS3, S. anguiviMEL6×ANG1, and S. dasyphyllumMEL6×DAS1, plus
the S. sysimbriifolium accession SIS1, displayed drought tolerance. Small to large
gaps were observed between phenotypic and genotypic CVs of drought tolerance
scores, reflecting variable influence of environmental factors on drought toler-
ance of the traits evaluated. In addition, the narrow-sense heritability was gener-
allymoderate, indicating that geneswith dominance and/or epistasis effectsmay
be involved in the expression of drought tolerance. High genotypic correlations
for drought tolerance scores between pairs of traits such as branching index and
leaf length, leaf petiole diameter and plant height, number of stamens per flower,
and fruit pedicel length suggest that drought tolerance of these traits is controlled
by genes that are in linkage disequilibrium and/or have pleiotropic effects. The
results are relevant for the development of drought-tolerant cultivars of eggplant.

Abbreviations: CWR, crop wild relative.
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original work is properly cited.
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1 INTRODUCTION

Availability of water is an essential factor for the growth,
development, and productivity of crop plants (Condon,
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Richards, Rebetzke, & Farquhar, 2004). In a context where
water resources are already scarce and likely to become
scarcer, it is now imperative to improve the tolerance
of plants to drought in order to guarantee food security.
Drought can be defined as a climatic phenomenon that is
characterized by a deviation from the average or normal
values of rainfall (Grieu, Maury, Debaeke, & Sarrafi, 2008).
Quantitative elements related to drought, such as duration
(intermittent or prolonged drought), period of occurrence,
geographic extension, the dynamics of establishment (sud-
den or progressive), and the time of its onset in the
crop cycle, have consequences for agriculture (Gaufichon,
Piroul, & Bachelier, 2010). In fact, in drought conditions,
crop plants in general have lower yields and are subject
to higher production costs and deterioration in farming
practices. Irrigation, as a means of mitigating drought, has
its own environmental and economic costs, making this
option unsuitable for all scenarios. It is hence necessary
to find effective ways to increase or at least stabilize crop
production under drought conditions, which are expected
to become more common due to climate change. In this
way, genetic improvement is crucial to develop improved
varieties of crop plants that are well adapted to restricting
environmental conditions (Nakashima & Suenaga, 2017).
Eggplant (Solanum melongena L.) is included in the

Annex 1 of the International Treaty on Plant Genetic
Resources for Food and Agriculture, which is a recogni-
tion of its importance for food security, especially in trop-
ical and subtropical regions (Fowler, Moore, & Hawtin,
2003). Given that many areas of cultivation of eggplant
may become prone to drought in the near future, there is
a need for drought-tolerant improved varieties of eggplant.
In particular for eggplant, diverse degrees of drought toler-
ance have been observed in some available accessions and
varieties, and they are potentially usable to face this prob-
lem. For instance,Delfin,Manaday, Canama,Ocampo, and
Maghirang (2013) observed significant differences between
a hundred varieties of eggplant and its crop wild relatives
(CWRs), for morphological and physiological characteris-
tics, subjected to drought conditions in a greenhouse, indi-
cating that there are possibilities of selection of drought
-resistant eggplant varieties. Similarly, Tani et al. (2018)
obtained different reactions of two eggplant genotypes sub-
jected to separate and simultaneous effects of drought and
infection by the pathogenic fungus Verticillium dahliae,
whereas Plazas et al. (2019) found differences in the physi-
ological and biochemical response to drought stress of four
eggplant cultivars. In addition, Plazas, Rahma, Rodríguez-
Burruezo, Prohens, and Fita (2016) identified accessions
of the wild species S. anguivi Lam. and S. insanum L., as
well as interspecific hybrids, with enhanced drought tol-
erance. These data and those of other authors (Daunay,
2008; Daunay & Hazra, 2012; Kashyap et al., 2003) sug-

gest that the use of eggplant CWRs as sources of genes
of agronomic interest for adaptation to drought in breed-
ing programsmay be an appropriate strategy. Indeed, these
species can be found in a wide range of environmental
conditions (Vorontsova & Knapp, 2016) and may therefore
present a great allelic diversity for important agronomic
characteristics, aswell as for adaptation to various environ-
mental conditions. They are able to grow on soils infested
with pathogens (Daunay, 2008; Gisbert, Prohens, & Nuez,
2011; Rotino, Sala, & Toppino, 2014) and in extreme cli-
matic conditions such as desertic areas, environmentswith
large thermal amplitudes, in particular night temperatures
below 0 ◦C, marshy areas, etc. (Daunay & Hazra, 2012;
Ranil et al., 2017; Vorontsova & Knapp, 2016). Thus, the
use of interspecific hybridization has allowed the intro-
gression of genes from wild species into the genetic back-
ground of eggplant (Kouassi et al., 2016; Kouassi, Kouassi,
Alla-N’nan, Kouassi, & N’guetta, 2019; Plazas, Vilanova,
et al., 2016) and may lead to the widening of its genetic
variability. However, the evaluation of drought tolerance
of the new genotypes and their use in breeding programs
require the definition of reliable phenotypic criteria, trans-
missible from parental accessions to progenies (Gaufichon
et al., 2010).
In the present study, we analyzed the drought tolerance

of accessions of eggplant, some relatives, and their inter-
specific F1 hybrid progenies using drought tolerance scores
for the agromorphological characteristics. The objective
was to identify, on the one hand, accessions of egg-
plant, CWRs, and interspecific hybrid progenies present-
ing drought tolerance or resistance abilities and, on the
other hand, to quantify genetic parameters (genotypic and
phenotypic CVs, heritability, and genotypic and pheno-
typic correlation coefficients) for drought tolerance scores
of agromorphological characteristics assessed in open field
conditions.

2 MATERIALS ANDMETHODS

2.1 Site of the study

This study was performed in Côte d’Ivoire, in an exper-
imental farm of the National Center for Agronomic
Research (CNRA) located in Adiopodoumé/Yopougon,
17 km from Abidjan. The geographic coordinates of the
plot are 5◦19′51.6″ N, 4◦08′20.6″ W, and an altitude of
37 m asl. Two experiments were carried out in 2018, one
during the main dry season and the other in the rainy
season, which extend respectively from December to April
and from May to July. The plants were transplanted in
January and May 2018 for the assessments in dry and
rainy seasons, respectively. In the dry season, the average
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monthly precipitation was 63.85 mm of rain and the
average temperature was 28.55 ◦C. In the rainy season, the
average monthly precipitation was 204.59 mm of rain and
the average temperature was 26.51 ◦C.

2.2 Plant material and growing
conditions

The plant material consisted of nine eggplant (S. melon-
gena) accessions, nine accessions of six CWRs and one cul-
tivated relative of eggplant from the primary, secondary,
and tertiary gene pools (Table 1), and 12 F1 interspecific
hybrids between eggplant andwild and cultivated relatives
(Table 2).
Seeds of parental accessions and of F1 hybrid proge-

nies were germinated according to the recommendations
of Ranil et al. (2015). Briefly, it consisted of soaking the
seeds in water for 24 h, then in a 500 mg kg−1 solution of
gibberellic acid for 24 h. The seeds were then sown in Petri
dishes filled with cotton and paper soaked in a 1,000 mg
kg−1 KNO3 solution. In case the seeds were sown in peat
or potting soil, watering was carried out with the 1,000 mg
kg−1 KNO3 solution.
The seedlings were left in the nursery for 45 d and

then transplanted to the field in a completely random-
ized Fisher block. Each parental accession and each F1 off-
spring were represented by a row of three to five plants
with a spacing of 1.5 and 1 m, respectively, between and
within rows. The 12–22–22 N–P–K fertilizer was applied at
a rate of 25 g per plant per month. The fungicide Ivory 80
WP (composition: mancozeb 80 g kg−1) and the insecticide
Cypercal 50 EC (composition: cypermethrin 50 g L−1) were
applied at the rates of 2 kg ha−1 and 1 L ha−1, respectively,
when fungal and pest attacks were observed. The experi-
mental plot was also regularly weeded.

2.3 Measurement of agromorphological
traits

The plants were characterized, in open field conditions,
during the dry and rainy seasons using 18 agromorpho-
logical traits selected from the descriptors list of eggplant
(IBPGR, 1990) (Table 3). In each season, the vegetative
growth traitswere measured 3 and 10 wk after transplant-
ing the seedlings. The floral traits were evaluated on three
to four inflorescences chosen randomly on each plant.
When the inflorescence consisted of more than three flow-
ers, the stamenswere counted on three flowers also chosen
randomly. The characteristics of the fruits were measured
on three to four fruits per plant. Data have been stored

in theGerminate 3 database (https://ics.hutton.ac.uk/cwr/
eggplant/#home; Shaw et al., 2020).

2.4 Drought tolerance assessment

A new method, based on agromorphological traits, has
been defined for the assessment of drought tolerance abil-
ities of parental accessions and F1 hybrid progenies. Dur-
ing the dry and rainy seasons, vegetative growth traits were
scored 3 and 10 wk after transplanting (3WAT and 10WAT,
respectively). The growing rate of each vegetative growth
traitswas then calculated according to the formula below:

(
Mean value of the vegetative growth trait 10 WAT

− Mean value of the vegetative growth trait 3 WAT

)
Mean value of the vegetative growth trait 3 WAT

Subsequently, for each vegetative growth trait, the
drought tolerance score (DTS1) of each accession was eval-
uated based on the following formula:

DTS1 =

Growing rate of the vegetative growth

trait in the rainy season

Growing rate of the vegetative growth

trait in the dry season

For yield-related traits, drought tolerance scores (DTS2)
of each accession were evaluated based on the following
ratio:

DTS2 =

Mean value of the yield − related

parameter in the rainy season

Mean value of the yield − related

parameter in the dry season

For each agromorphological character, when the DTS
ratio is equal to 1± 0.1, this indicates that the growing rates
are similar in the dry and rainy seasons. When the ratio
is greater than 1 ± 0.1, this indicates that the plants grow
better in the rainy season than in the dry season. Recipro-
cally, when the ratio is less than 1± 0.1, this indicates better
growth in the dry season compared with the rainy season.

2.5 Data analysis

Drought tolerance scores were calculated using Microsoft
Excel 2013. For each agromorphological trait, a mixed lin-
ear model, based on the restricted maximum likelihood
(REML) method, was used to estimate variance compo-
nents (additive genetic variance, phenotypic variance, and

https://ics.hutton.ac.uk/cwr/eggplant/#home
https://ics.hutton.ac.uk/cwr/eggplant/#home
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TABLE 2 Interspecific F1 hybrid progenies obtained from hybridization of accessions of eggplant (Solanummelongena) with those of
wild and cultivated relatives

Interspecific hybridizations Crossed accessions Codes of F1 hybrid progenies
S. melongena × S. insanum BBS-118/B × SLKINS-1 MEL1 × INS1

BBS-118/B × SLKINS-2 MEL1 × INS2
BBS-118/B ×MM498 MEL1 × INS3
7145 ×MM498 MEL4 × INS3
8104 ×MM498 MEL5 × INS3
Ampara ×MM498 MEL6 × INS3

S. melongena × S. anguivi BBS-146 × BBS-119 MEL2 × ANG1
BBS-175 × BBS-119 MEL3 × ANG1
Ampara × BBS-119 MEL6 × ANG1

S. melongena × S. dasyphyllum BBS-175 ×MM1153 MEL3 × DAS1
Ampara ×MM1153 MEL6 × DAS1

S. melongena × S. aethiopicum 7145 × Aub21NB MEL4 × AET1

residual variance) and genetic parameters (coefficients of
genotypic and phenotypic correlations) of drought toler-
ance scores (Patterson & Thompson, 1971) with the Vari-
anceComponents Estimation (VCE) package, version 6.0.2
(Groeneveld, Kovač, & Mielenz, 2010). The matrix nota-
tion of the model is Y = μ + Zα + e, where Y is the
vector of drought tolerance scores, μ is the overall mean
drought tolerance score, Z is the incidence matrix of ran-
domadditive genetic effects,α is the vector of randomaddi-
tive genetic effects, and e is the vector of random resid-
ual effects (i.e., other genetic effects such as dominance,
epistasis, and nongenetic effects; Kruuk, 2004; Mrode &
Thompson, 2014).
Narrow-sense heritability (h2), as well as phenotypic

(PCV) and genotypic (GCV) CVs, were calculated based
on the different variance–covariance matrices provided
by the VCE 6.0.2 package. The heritability was consid-
ered low, medium, and high when its value was <.20,
between .20 and .50, and >.50, respectively (Johnson,
Robinson, & Comstock, 1955; Stanfield, 1975). The GVC
and PVC were considered low, moderate, and high when
their values were <11%, between 11 and 20%, and >20%,
respectively (Sumathi, Sumanth, & Veerabadhiran, 2010).
Genetic parameters were calculated according the follow-
ing formulas:

ℎ2 =
σ2a

σ2p

PCV =

⎛⎜⎜⎜⎝
√
σ2p

μ

⎞⎟⎟⎟⎠
× 100

GCV =

⎛⎜⎜⎜⎝
√
σ2a

μ

⎞⎟⎟⎟⎠
× 100

𝑟 =
cov (𝑥, 𝑦)√

σ2𝑥σ
2
𝑦

where σ2a, σ2p, and μ are the additive genetic variance, the
phenotypic variance, and the mean value of the drought
tolerance score of a given agromorphological character,
respectively; cov(x, y) is the covariance of drought toler-
ance scores of two traits (x and y); and σ2𝑥 and σ2𝑦 are the
variances of drought tolerance scores of the traits x and y,
respectively.

3 RESULTS

3.1 Drought tolerance scores of parental
accessions and F1 hybrid progenies

Drought tolerance scores of the accessions SIS1 of S. sisym-
briifolium Lam., MEL3 of S. melongena (Table 4), as well
as the interspecific F1 progenies MEL4 × INS3, MEL6 ×
ANG1, andMEL6 ×DAS1 (Table 5) were less than or equal
to 1 ± 0.1 regarding plant height (PLHE), canopy width
(PLWI) and plant branching index (BRIN). The vegeta-
tive growth of these genotypes was relatively higher in the
dry season than in the rainy season. Regarding these three
traits, for the accessions INS3 of S. insanum andMEL4 of S.
melongena (Table 4), as well as the hybrids MEL1 × INS2,
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MEL3 ×DAS1, MEL4 ×AET1, andMEL5 × INS3 (Table 5),
only plant height and plant canopywidth grew faster in the
dry season.
Leaves of the accession SIS1 and the hybrids MEL1 ×

INS2,MEL3×ANG1,MEL4× INS3,MEL6×ANG1,MEL6
× DAS1, and MEL6 × INS3 grew faster in the dry season
than in the rainy season (Tables 4 and 5). Their drought
tolerance scores were indeed less than or equal to 1 ± 0.1
for leaf blade length and leaf blade width, as well as peti-
ole length and petiole diameter. The same was true for leaf
blade length and leaf blade width of the accessions ANG1,
DAS1, INS3, MEL2, MEL4, MEL6, and MEL7 and of the
hybrids MEL1 × INS3, MEL3 × DAS1, and MEL5 × INS3
(Tables 4 and 5).
Apart from the accession MEL3, which flowered earlier

during the rainy season, drought tolerance scores of all the
other parental accessions and of the F1 hybrid progenies
were greater than or equal to 1 ± 0.1 for flowering time.
Indeed, flowering time of the accessions ANG1, ANG2,
LIN3, and MEL2, as well as the hybrid progenies MEL3 ×
DAS1, MEL4 × INS3, and MEL6 × ANG1, were generally
similar during the rainy and dry seasons. However, most of
parental accessions and hybrid progenies flowered earlier
in the dry season (Tables 4 and 5). Among the genotypes
whose flowering times remained stable or which were ear-
lier in the dry season, the parental accessions INS3, MEL5,
MEL6, MEL7, MEL8, and SIS1, as well as the hybrid pro-
genies MEL1 × INS3, MEL1 × INS2, and MEL6 × INS3,
produced more flowers per inflorescence, longer styles on
average, and more stamens per flower during the dry sea-
son. Drought tolerance scores of all the others parental
accessions and F1 hybrid progenies were not significantly
different from 1± 0.1 for the number of stamens per flower,
whichwas thus stable in the two seasons. This was also the
case for style length, except of the accessions AET1, ANG1,
ANG2, LIN3, and PYR1, as well as the hybrids MEL1 ×
INS1, MEL2 × ANG1, and MEL6 × ANG1 (Tables 4 and 5).
Drought tolerance scores of parental accessions and F1

hybrid progenies were mainly greater than or equal to 1
± 0.1 for fruit characteristics, indicating that the fruits
were, on average, smaller in the dry season. However,
drought tolerance scores of the accession AET1, as well
as the hybrids MEL4 × INS3, MEL5 × INS3, and MEL6 ×
ANG1, were less than or equal to 1 ± 0.1 for fruit weight,
length, and width. These genotypes produced thus larger
and heavier fruits in the dry season (Tables 4 and 5).
Drought tolerance scores of the accessions ANG1, ANG2,
DAS1, INS1, MEL2, MEL6, MEL8, MEL9, PYR1, and SIS1
were less than or equal to 1 ± 0.1 for the number of seeds
per fruit and the weight of 100 seeds. Fruits of these acces-
sions therefore produced, in the dry season, much more
seeds, which were also heavier.

Considering all the vegetative growth and yield-related
traits, the hybrid progenies MEL1 × INS2, MEL4 × INS3,
MEL6 × ANG1, and MEL6 × DAS1 were considered
as drought tolerant (Table 5). Indeed, drought tolerance
scores of these progenies were greater than 1 ± 0.1 for
the flowering time, indicating earlier flowering in the dry
season. Their drought tolerance scores were furthermore
less than 1 ± 0.1 for almost all the growth vegetative traits
and yield-related traits. The accession SIS1 also exhibited
drought tolerance abilities for vegetative growth traits and
floral traits, but no positive effect was observed on fruit
characteristics, except of the number of seeds per fruit
(Table 4).

3.2 Genotypic and phenotypic
coefficients of variation of drought
tolerance scores

For all the studied agromorphological traits, PCVs of
drought tolerance scores were higher than GCVs. For
plant height and flowering time, GCVs of drought toler-
ance scores were low, <11%. Medium GCV values, vary-
ing from 11 to 20%, were observed for the drought tol-
erance score of the number of stamens per flower. High
GCVs, >20%, were observed for drought tolerance scores
of all the other agromorphological traits. Except of the
flowering time, whose drought tolerance score presented
a PCV of 17.89%, for all the other agromorphological
traits, PCVs of the drought tolerance scores were >20%
(Table 6).
Very variable gaps were observed between PCV

and GCV of the drought tolerance scores. Small gaps,
<11%, were observed for the plant width, the flowering
time, and the number of stamens per flower. Moderate
gaps, from 11 to 20%, were observed for the branching
index, the number of flowers per inflorescence, and
the fruit width. Large differences, >20%, were observed
between the PCVs and the GCVs of drought toler-
ance scores of the other agromorphological parameters
(Table 6).

3.3 Narrow-sense heritability of
drought tolerance scores

Moderate narrow-sense heritability values, from 20 to 50%,
were observed for drought tolerance scores of plant height,
flowering time, number of seeds per fruit, and weight of
100 seeds. Drought tolerance scores of all the other agro-
morphological traits presented high heritability values,
>50% (Table 6).
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3.4 Genotypic and phenotypic
correlations of drought tolerance scores

Drought tolerance scores of the studied agromorphologi-
cal traits had mostly very weak genotypic and phenotypic
correlations. However, drought tolerance score of branch-
ing index was positively correlated with drought tolerance
scores of leaf blade length (genotypic correlation [rg]= .83,
phenotypic correlation [rp]= .66) and plant width (rg = .51,
rp = .06). Drought tolerance scores of plant height and peti-
ole diameter were positively correlated (rg = .71, rp = .14).
Drought tolerance score of flowering time was positively
correlated with those of leaf blade length (rg = .50, rp = .31)
and width (rg = .22, rp = .60). Drought tolerance score of
the number of flowers per inflorescencewas also positively
correlated with those of leaf blade width (rg = .59, rp = .52)
and petiole length (rg = .55, rp = .36). Drought tolerance
score of fruit pedicel diameter was positively correlated
with that of leaf blade width (rg = .56, rp = .35). Positive
genotypic and phenotypic correlations were also observed
for drought tolerance scores of the number of stamens
per flower and fruit pedicel length (rg = .81, rp = .76),
on the one hand, and drought tolerance scores of leaf
blade width and fruit weight (rg = .54, rp = .33), on the
other hand.
Drought tolerance score of leaf blade width was neg-

atively correlated with those of fruit pedicel diameter
(rg =−.57, rp =−.43) and fruit width (rg =−.51, rp =−.47).
Drought tolerance scores of petiole length and style length
(rg = −.65, rp = −.61), on the one hand, and drought tol-
erance scores of the weight of 100 seeds and fruit weight
(rg = −.52, rp = −.49), on the other hand, were also nega-
tively correlated.

4 DISCUSSION

Drought tolerance scores of each parental accession
and each F1 hybrid progeny varied significantly from a
given agromorphological character to another. In addition,
for each agromorphological character, drought tolerance
scores of parental accessions and F1 hybrid progenies were
significantly different. Thus it appears, as reported by other
authors, that effects of water deficit on plants are organ
dependent (Tambe, Kusalkar, Shinde, & Shinde, 2019) and
genotype dependent (Delfin et al., 2013; Plazas, Vilanova,
et al., 2016; Plazas et al., 2019; Tani et al., 2018). Interspe-
cific hybrids MEL1 × INS2, MEL4 × INS3, MEL6 × ANG1,
and MEL6 × DAS1, as well as the accession SIS1, exhib-
ited drought tolerance with respect to vegetative growth
traits and floral characteristics. Agromorphological param-
eters of these genotypes were indeed stable or grew bet-
ter during the dry season compared with the rainy sea-

son. Solanum sisymbriifolium is a wild species native of
tropical America. This species is perennial and can also
be annual. It is more hardy and more tolerant and resis-
tant to drought and pathogens than the other cultivated
species of the genus Solanum, such as potato (S. tubero-
sum L.), tomato (S. lycopersicum L.), eggplant (S. melon-
gena), or peppers (Capsicum spp.) (Jagatheeswari, 2014).
Plants of S. sisymbriifolium can also reach fairly large sizes
when the growing conditions are favorable (Daunay, 2008).
The performance of the accession SIS1 could therefore be
explained by the drought tolerance abilities acquired by the
species S. sisymbriifolium during its evolution as a result of
its adaptation to the environmental conditions of its area
of origin. This adaptation may result from better absorp-
tion of water from the soil. Indeed, according to Gueye and
Renard (1982), the root system is the first factor that deter-
mines physiological and growing efficiency of the plant
in case of water deficit. Thus, unlike cultivated species,
wild species, which only benefit from rainfalls for their
growth, have developed root systems more suitable for
water extraction from the soil in cases of water deficit.
Kaushik, Prohens, Vilanova, Gramazio, and Plazas

(2016), Kouassi et al. (2019), and Prohens et al. (2012)
reported heterosis effects for traits related to vegetative
growth traits in F1 progenies of some accessions of eggplant
and CWRs. As previously reported by Plazas, Vilanova,
et al. (2016), vigorous vegetative growth of interspecific
hybrids could explain the fact that, unlike their parents, the
progeniesMEL1× INS2,MEL4× INS3,MEL6×ANG1, and
MEL6 × DAS1 expressed drought tolerance abilities with
regard to vegetative growth characteristics. Indeed, Engel-
brecht, Kursar, and Tyree (2005) showed that interspecific
inheritance of phenotypic traits favors drought resistance
abilities of hybrid progenies. These drought tolerance abil-
ities could result from themaintenance of important phys-
iological functions such as growth in case of water stress
(Clavel, Drame, Diop, & Zuily-Fodil, 2005; Oladosu et al.,
2019).
Many parental accessions and interspecific hybrids flow-

ered earlier during the dry season. Flowering is a com-
plex phenomenon that depends on exogenous and endoge-
nous factors. In fact, in some plants, variations of seasonal
temperature and humidity can trigger flowering (Hamès
et al., 2008; Khan, Ai, & Zhang, 2014). In eggplant, flower-
ing and fruiting also depend on environmental conditions.
This earlier flowering of parental accessions during the dry
season could therefore result from lower precipitation and
higher temperatures. In addition to early flowering, some
genotypes had larger numbers of flowers per inflorescence
and longer styles during the dry season. The increase in
these parameters can lead to an increase in fruiting of these
genotypes. Indeed, the perception of stresses such as heat
and water deficit could trigger a survival mechanism that
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would promote reproduction at the expense of vegetative
growth (McDowell et al., 2008). Overall, the number of sta-
mens per flower was stable over the two seasons. There-
fore, this character seems to be unaffected by water stress.
Fruits of most of the parental accessions and F1 proge-

nies were smaller during the dry season. This reduction in
fruit sizes could be explained by the fact that after the fer-
tilization of flowers, plants need more water for the proper
development of the young fruits (Spollen, Sharp, Saab, &
Wu, 1993). However, some genotypes such as the accession
AET1 of S. aethiopicum L., as well as the hybrid progenies
MEL4 × INS3, MEL5 × INS3, and MEL6 × ANG1, pro-
duced larger and heavier fruits with heavier seeds during
the dry season. These genotypes could therefore be consid-
ered drought tolerant with regard to fruit characteristics.
Drought tolerance scores of all the studied agromorpho-

logical traits had higher PCVs compared with GCVs. The
gaps between PCVs andGCVs ranged from low to high and
reflect variable influences of environmental factors on the
expression of drought tolerance abilitieswith regard to veg-
etative growth traits and yield-related traits (Lakshmana,
Biradar, & Ravikumar, 2009). Combination of information
relating to PCVs andGCVswith heritability valuesmakes it
possible to identify the best parents to be crossed in order to
obtain the desired characteristics in the descendants (Bur-
ton & Devane, 1953). Values of narrow-sense heritability
of drought tolerance scores were moderate to high and
ranged from .31 to .76, indicating variable contributions of
genes with additive effects in the expression of drought tol-
erance abilities. The small differences between GCVs and
PCVs associated withmoderate heritability values indicate
the involvement of genes with nonadditive genetic effects
such as dominance and/or epistasis in the expression of
drought tolerance.
In general, very weak to moderate positive or negative

phenotypic and genotypic correlations were observed
between drought tolerance scores of all the agromor-
phological characteristics. However, as we reported for
phenotypic values of some agromorphological traits
(Kouassi et al., 2019), strong positive genotypic correla-
tions were observed between drought tolerance scores
of branching index and leaf blade length, the number of
stamens per flower and fruit pedicel length, and petiole
diameter and plant height, respectively. These strong
positive genotypic correlations suggest that drought
tolerance abilities, regarding these characteristics, are
controlled by genes in linkage disequilibrium and/or with
pleiotropic effects (Falconer & Mackay, 1996; Wricke &
Weber, 1986). Indeed, strong genotypic correlations were
observed between drought tolerance scores of vegetative
growth traits, on the one hand, and those of yield-related
traits, on the other hand.

5 CONCLUSIONS

This study used an original approach to estimate drought
tolerance scores of some accessions of eggplant and wild
and cultivated relatives for vegetative growth character-
istics and yield-related traits. The data showed that the
accession SIS1 of S. sysimbriifolium and the F1 hybrid
progenies MEL1 × INS2, MEL4 × INS3, MEL6 × ANG1,
and MEL6 × DAS1, resulting from interspecific crosses of
some accessions of eggplant (S. melongena) and the CWRs
Solanum insanum, S. anguivi, and S. dasyphyllum Schu-
mach.&Thonn. have drought tolerance abilities.However,
the variability of their responses to water stress suggests
that they have different drought tolerance mechanisms,
which could be combined in future eggplant breeding pro-
grams. Estimates of genotypic and phenotypic coefficients
of variation and narrow-sense heritability of drought toler-
ance scores revealed that environmental factors have vari-
able effects on expression of drought tolerance abilities
that also involve genes with dominant, additive, epistatic,
and/or pleiotropic effects. Thus, our results give an insight
on themore reliable agromorphological traits to be consid-
ered for an efficient selection of drought tolerant eggplant
varieties.
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